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WLTAET L Z L2 ERBRIERE T2 —HORETH D, AIET, BB, BKRE
P N EBAPT A EED & 30 DL Lo # RISy S5 08, A iR I il 5 Rl e F
EOHZ LTk, TR ARSI 3T KR SN D,

AL COL7AI K ONBERIZ2Wr FHIZ KRTS, KRT14, LAMAS, LAMB3, LAMCZ, ITGAS3, ITGAS,
ITGB4, COL17A1, PLEC, FERMTI, KLHL24, DST, EXPH5, CD151 D% 737 B =1 — Rigl— 7 ) o
& Z DGO AT T A ZAEN IR A2 R A — 7 = —Cfigfr L, Bl ST
VVBEEE 1%L T OFZe N 72 MIOWTHET 2, RBRHBIXEK - fiAEDO 2L
— BRI 7 ) DAEIEZACIZEE LTI E R E TORMNEE Y — REIOH
= o —TIERREER D MESGE Ly, KlaE YA 22 onTE RN T
Fa—F—TRHRHTE7ZHDICELT i%&iﬁ“%m‘i NYT o ha—7—TCRIHTE A

Moo b DIZE L TS L, 7z BRIz | FRRo sk b iz eins 2,

BinTt4 position(hg38) HGVS. ¢

COL17A1 chr10:104080686 c. —11-2A>G (NM_000494. 4)

COL7AI chr3:48565010 c. 8621-30A>G (NM_000094. 4)

COL7AI chr3:48565083 c. 8620+26G>A (NM_000094. 4)

COL7AI chr3:48565246 c. 8528-45G>A (NM_000094. 4)

COL7AI chr3:48566575 c. 8305-12T>A (NM_000094. 4)

COL7AI chr3:48567812-48567827 c. 7929+11_7929+26de1GATGGGGGCTG
GGGGG (NM_000094. 4)

COL7AI chr3:48568548-48568552 c. 7759-18_7759-
14de1CATCTinsTTCA (NM_000094. 4)

COL7AI chr3:48575921 c. 5821-19A>G (NM_000094. 4)

COL7AI chr3:48579538 c. 5236-23A>G (NM_000094. 4)

COL7AI chr3:48588602 c. 2587+40G>A (NM_000094. 4)

COL7AI chr3:48592482 c. 977-15G>A (N\M_000094. 4)

COL7AI chr3:48595346 c. —80C>T (NM_000094. 4)

COL7AI chr3:48595347 c. —81C>T (NM_000094. 4)

FERMT1 chr20:6094199 c. 1139+7406>A (NM_017671. 5)

FERMT1 chr20:6122775 c. —20A>G(NM_017671. 5)
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ITGA3 chr17:50074437 c. 1383-11T>A (NM_002204. 4)
17Gh4 chr17:75736263 c. 1762-25T>A (NM_001005731. 3)
17Gh4 chr17:75752427 c. 3977-19T>A (NM_001005731. 3)
LAMB3 chr1:209628212 c. 1133-22G>A (NM_000228. 3)
LAMB3 chr1:209632788 c. 629-12T>A (NM_000228. 3)
LAMB3 chr1:209652368 c. —38+1G>A (NM_000228. 3)
Lanez chr1:183220813 c. 504-12A>G (N\M_005562. 3)
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https://www. kazusa. or. jp/genetest/index. html
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